Identification of type-specific and cross-reactive neutralizing conformational epitopes on the major capsid protein of human papillomavirus type 31. by M. Fleury et al.
Identification of type-specific and cross-reactive neutralizing
conformational epitopes on the major capsid protein of
human papillomavirus type 31.
Submitted by Maxime Fleury on Wed, 11/26/2014 - 12:20
Titre Identification of type-specific and cross-reactive neutralizing conformationalepitopes on the major capsid protein of human papillomavirus type 31.
Type de
publication Article de revue
Auteur Fleury, Maxime [1], Touzé, Antoine [2], Alvarez, E [3], Carpentier, Guillaume [4],Clavel, C [5], Vautherot, J-F [6], Coursaget, Pierre [7]
Editeur Springer Verlag










Amino Acid Sequence [8], Animals [9], Antibodies, Monoclonal [10], Capsid Proteins
[11], Cells, Cultured [12], Cross Reactions [13], Epitope Mapping [14], Epitopes
[15], Female [16], Humans [17], Mice [18], Mice, Inbred BALB C [19], Molecular
Sequence Data [20], Neutralization Tests [21], Oncogene Proteins, Viral [22],




The majority of the neutralizing epitopes of papillomaviruses (PV) are conformation-
specific and have not been fully characterised. Studies have, to date, been limited to
a few HPV types only. We analysed the epitopes on the major capsid protein (L1) of
Human papillomavirus (HPV) type 31 using monoclonal antibodies (MAbs)
generated against HPV-31 virus-like particles (VLPs). The type-specific MAbs
against HPV-31 were all found to be neutralizing and recognized conformation-
dependent epitopes. Two other MAbs directed against a conformational epitope
were found to be cross-reactive with other HPV types, and one of them was found to
be cross-neutralizing. Cross-reactive antibodies were further investigated using
wild-type HPV-16 L1 VLPs and two mutants. The results obtained suggested the
existence of a cross-neutralizing conformational epitope at the N-terminal part of
the FG loop of the major capsid protein, and the other four cross-reactive MAbs




Autre titre Arch. Virol.
Identifiant
































Publié sur Okina (http://okina.univ-angers.fr)
